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Table S1: Primers sequence used in the study. 

Primer Sequence (5′-3′) Genome 5′NT 3′NT Strand Comments 

oAYS8 CTAGAATTAGAGAATTAAGAC HPV18 322 342 Plus Lariat RT-PCR (F2) 

oAYS12 GGGGTATACTGTCTCTATACACCACA HPV18 288 263 Minus Lariat RT-PCR (R) 

oAYS13 GCTGCATGCCATAAATGTATAGATTT HPV18 291 316 Plus Lariat RT-PCR (F1) 

oAYS20 ATAACCCAGTGTTAGCTAGTTTTTCCAATGTGTCT HPV18 399 365 Minus BPS A384G mutation 

oAYS21 AGCTAACACTGGGTTATACAATTTATTAATAAGGT HPV18 383 417 Plus BPS A384G mutation 

oAYS22 ATAACCCAGTGCTAGCTAGTTTTTCCAATGTGTCT HPV18 399 365 Minus BPS A384G and A388G mutation 

oAYS23 AGCTAGCACTGGGTTATACAATTTATTAATAAGGT HPV18 383 417 Plus BPS A384G and A388G mutation 

oAYS41 ATAACCCAGTGCTAGTTAGTTTTTCCAATGTGTCT HPV18 399 365 Minus BPS A388G mutation 

oAYS42 AACTAGCACTGGGTTATACAATTTATTAATAAGGT HPV18 383 417 Plus BPS A388G mutation 

oAYS40 ACTAAGCTT/CTATGGCGCGCTTTGAGGATC HPV18 103 123 Plus Overlapping PCR 

oMA77 CTGAGCGGCCGC/AAACCAGCCGTTACAACCCG HPV18 967 948 Minus Overlapping PCR 

oSB70 TAATACGACTCACTATAGGG/CCAACACGGCGACCCTAC HPV18 123 140 Plus T7 promoter+18E6 

oST247 GTACTCACCCC/AGCTATGTTGTGAAATCG HPV18 500 480 Minus 18E7+U1-binding site 

oZMZ252 ATCCAACACGGCGACCCTAC HPV18 121 140 Plus RT-PCR (HPV18E6E7) 

oZMZ253 CTGGAATGCTCGAAGGTC HPV18 850 833 Minus RT-PCR (HPV18E6E7) 

oZMZ437 ATCGGAATTCACC/ATGGACTACAAAGACGATGACGAC/A

TGGCGCGCTTTGAGGATC 
HPV18 105 123 Plus EcoRI+FLAG+18E6 

oZMZ433 CACTGAGGTAC/CTGCTGGGATGCACACCAC HPV18 904 886 Minus 18E7+KpnI 

oZMZ269 GTCATCAATGGAAATCCCATCACC hg19: chr12 6645922 6645945 Plus RT-PCR (GAPDH) 

oZMZ270 TGAGTCCTTCCACGATACCAAA hg19: chr12 6646554 6646533 Minus RT-PCR (GAPDH) 

Underline – Mutated bases. 

 


