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Differential gene expression in porcine SK6 cells infected with
wild-type and SAP domain-mutant foot-and-mouth disease virus

                                             Table S1. The qPCR primers used in this study 

Gene Primers(5′→3′)

CCL4
Forward: CACCTCCTGCTGCTTCACATA

Reverse: CAGACCTGCCTGCCCTTTT

CCL2
Forward: GTCACCAGCAGCAAGTGTCCT

Reverse: ATGTGCCCAAGTCTCCGTTTA

IL6
Forward: GACAAAGCCACCACCCCTAA

Reverse: CTCGTTCTGTGACTGCAGCTTATC

IL7
Forward: GGGATGGATGAAACAGAAGG

Reverse: GCTACTGGCAACAGAACAAGG'

IL18
Forward: GCACCTCAGACCGTATTTATT

Reverse: CATCATGTCCAGGAACACTTC

EGR1
Forward: TCAACACCACCTACCAGTCCCA

Reverse: GATCTTGGTATGCCTCTTGCGTT

SRPX2
Forward: AACGTGGTATGCAGGTTCAGG

Reverse: GTAGTCACAGCGGGAGTCAAGA

CREB5
Forward: TATCTTCCCTGCTACATCTTCACA

Reverse: AACGCAGCCTTCAACCTCATT

RASAL1
Forward: GTGAAAGTGGACGACGAGGTGG

Reverse: GGGAAGCGTGTCTTCTTGATGG

RIN2
Forward: CCTTGAAGTTGCCTTATGCTGTTT

Reverse: GCTACGTTCCCATGTGGGTGAT

GAPDH
Forward: ACATGGCCTCCAAGGAGTAAGA
Reverse: GATCGAGTTGGGGCTGTGACT
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Figure S1.  GO analysis of the immune-related genes indicating altered expression in rA-SAP-FMDV-infected SK6 cells
as compared with rA-FMDV-infected SK6 cells. The X-axis indicates the correspondent number of genes.
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Figure S2.  GO analysis of the transcription factor-, inflammatory response-, apoptosis- and cytokine-related genes
showing altered expression in rA-SAP-FMDV-infected SK6 cells as compared with rA-FMDV-infected SK6 cells. The X-
axis indicates the correspondent number of genes.
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Figure S3.  Biological processes derived from GO annotations for the differentially expressed genes. The X-axis indic-
ates the correspondent number of genes.

Figure S4.  Molecular functions derived from the GO annotation for differentially expressed genes. The X-axis indicates
the correspondent number of genes.
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Figure S5.  Annotations of cellular components associated with the differentially expressed genes. The X-axis indicates
the correspondent number of genes.

Figure S6.  Pathway annotations for the differentially expressed genes. The X-axis indicates the correspondent number
of genes.
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