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Table S1. Primers used to sequence the complete genome of SFTSV isolates 

Primers Sequences (5’–3’) Locations of primers

S segment
S1F ACACAAAGACCCCCTTCATTTRG 1–23

S1R ACACAAAGAACCCCCAAAAAAGGA 1722–1744

M segment
M1F ACACARAGACGGCCAACAATGA 1–22

M1R TCTCCCAGTTGTGAYGCATTCCTTC 1767–1791

M2F GGCAACCAWGATGATGTTAGGAT 1597–1619

M2R ACACAAAGACCGGCCAACACT 3358–3378

L segment
L1F ACACARAGACGCCCAGATGRAC 1–22

L1R GAGACCACTGRACCACATTRCTG 1549–1571

L2F GTGTCAATCTTGTTGGAAAARGCAT 1463–1487

L2R GAGCTTYGAGACGAAATARGAC 3313–3314

L3F GGTTGAAGTCAGCCCGYAGTCT 2913–2934

L3R ATTCTRACTACTTGGCTTATGGTGG 4800–4824

L4F TTAGGGAGAGAAACATTGTCAGGAG 4485–4509
L4R ACACAAAGACCGCCCAGATCTTA 6346–6368
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