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Table S1. Primers used for polymerase chain reaction (PCR) involving the seven recombinant S peptides

Primer Sequence (5-3)

SP1F GCGGTACCCAAGATGTCACCAGGTGCTCAG

SP1R GCCTCGAGATTGGGCTCAGTAGCAAATACA

SP2F GCGGTACCTCTTTTGTTACTTTGCCATCATTTAAT
SP2R GCCTCGAGCATACTAAAGTTGGTGGGAATACTAA
SP3F GCGGTACCAATGGCCACATACCAGAAGGTTTTAGT
SP3R GCCTCGAGAGTTGGCTGTTCATGACTCAGAAGGT
SP4F GCGGTACCATGAGTATTAGGACAGAATATTTACAGCTT
SP4R GCCTCGAGACTATACATATGAAGCTTCTCAGCGTC
SP5F GCGGTACCACAACAGGTCGTAACTGCCTATTT
SP5R GCCTCGAGATTTGTTCCTAAAGCAGTATGAAG
SP6F GCGGTACCGGTTTTTGGACCATAGCATCGACT
SP6R GCCTCGAGATTTGTAAGGGTAATGATACCCTC
SP7F GCGGTACCGTTTATTATACATCTGATTCTGGAC
SP7R GCCTCGAGGTCTTCAATGAAAGACCTTTTTT
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Majority

83P-5 100th.pro
CV777 .pro
attenuated DR13.pro
JS-HZ2012.pro
JY.pro

LC.pro

SM38.pro
USA-Colorado-2013.pro
USA-lowa18984-2013.pro
CHS.pro
J52008.pro

ZICZA pro
AH2012.pro
AJ1102.pro
BJ-2011-1.pro
CH2.pro

CH7 .pro
CH-FJND-3-2011.pro
CH-FJZZ-9-2012.pro
CHGD-01.pro
CH-GD-2011.pro
CH-GDGZ-2012.pro
CH-ZMDZY-11.pro
GD-01.pro

GD-A.pro

GD-B.pro
GDS01.pro

Majority

§3P-5 100th.pro
CV777.pro
attenuated DR13.pro
JS-HZ2012.pro
JY.pro

LC.pro

SMI8.pro
USA-Colorado-2013.pro
USA-lowa18984-2013.pro
CHS.pro

JS2008.pro
ZICZ4.pro
AH2012.pro
AJ1102.pro
BJ-2011-1.pro
CH2.pro

CH7.pro
CH-FJND-3-2011.pro
CH-FJZZ-9-2012.pro
CHGD-01.pro
CH-GD-2011.pro
CH-GDGZ-2012.pro
CH-ZMDZY-11.pro
GD-01.pro

GD-A.pro

GD-B.pro
GDS01.pro

Majority

83P-5 100th.pro
CV777 pro
attenuated DR13.pro
JS-HZ2012.pro
JY.pro

LC.pro

SM3I8.pro
USA-Colorado-2013.pro
USA-lowa18984-2013.pro
CHS.pro
JS2008.pro
ZICZ4.pro
AH2012.pro
AJ1102.pro
BJ-2011-1.pro
CH2.pro

CH7.pro
CH-FJND-3-2011.pro
CH-FJZZ-9-2012.pro
CHGD-01.pro
CH-GD-2011.pro
CH-GDGZ-2012.pro
CH-ZMDZY-11.pro
GD-01.pro

GD-A.pro

GD-B.pro
GDS01.pro
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Figure S1. Alignment of the deduced amino acid sequence of the partial S2 subunit. Amino acid residues 791-954 of
the S2 subunit of the PEDV GDSO01 strain were aligned with those of other PEDV strains (including vaccine strains,
which are marked with asterisks, and newly isolated strains from various areas). The dots indicate the regions where the
sequences are identical to the consensus sequence.

Table S2. Comparison of SP4 ELISA results with SN titers

based on testing 156 field sow serum samples

SN titer*  Total tested SP4 ELISA %
_ agreement
= 256 21 20 1 95.2
128 20 17 3 85
64 28 18 10 64.3
32 24 16 8 66.7
16 30 14 16 46.7
8 20 2 18 90
<4 13 0 13 100

Note: * The SN titers are expressed as the reciprocal

dilution of serum samples.
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