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Table S1 Primers for PCR analysis. Primers for BtPeV-F1, BtPeV-F2, and BtPeV-R were used to screen bat
parechovirus in samples, the rest were used for whole-genome amplification. Locations of the primers refer to
their position in the genome of BtPeV QAPp32 (MK348056)

Primer Sequence (5'—3") Polarity ~ Location

BtPeV-F1 GCAATGGCTCGCCTGTTT + 2126-2143
BtPeV-F2 AGGACTTGCCGATTTTGG + 2230-2247
BtPeV-R CAGTTGCCAAGACATCAGG - 2607-2625
5'RACE-R1 GATTACGCCAAGCTTGCCCAATTTCCTTCCTGGACTGG - 584-606

5'RACE-R2 GATTACGCCAAGCTTGAATGTGTAGTCTCTATACACAC - 657-679

F1 CARAAYTCAGATMGAATGGC + 416-435

R1 CGAACGGCACGAGAAACGAA - 2583-2602
F2 GCGGATGCTGCTGCTGAGAACA + 1883-1904
R2 GCCCCATCGGGGTAGAGTAAAT - 5313-5334
F3 GGAAGACATCTGTGCAAAGC + 4634-4653
R3 AGGTCCAGTGCACCAACAAT - 6741-6760
F4 CTGACAATGTGCCTAAGGTT + 6661-6680
R4 TGCARRACYAGCTCATACTC - 6827-6846
3'RACE-F GATTACGCCAAGCTTGAAGTGCGATCTGGGTCTGACTG + 6616-6638
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