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Fig. S1 Characterization of candidates 1gGs. A The specificity of candidate antibodies detected by FACS. HEK
293T cells expressing SARS-CoV-2 S protein were incubated with candidate antibodies or isotype 1gG (HBV
mADb) and then stained with anti-human 1gG FITC-conjugated antibody. The X-axis represented the fluorescence
intensity of human antibodies labeled by FITC. B The affinity between antibodies and S1 was measured by

BlAcore 8000 system.
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